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<210> 1 
<211> 558 
<212> DNA 

<213 > Rat t us norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (558) 

<400> 1 

atg ggg gaa caa cct ate ttc age act cga get cat gtc ttc cag ate 

Met Gly Glu Gin Pro lie Phe Ser Thr Arg Ala His Val Phe Gin lie 
15 10 15 

gac cca aac aca aag aag aac tgg gta ccc aee age aag cat gca gtt 
Asp Pro Asn Thr Lys Lys Asn Trp Val Pro Thr Ser Lys His Ala Val 
20 25 30 

act gtg t et tat ttc tat gac age aca aqq aat gtg tat agg ata ate 
Thr Val Ser Tyr Phe Tyr Asp Ser Thr Arg Asn Val Tyr Arg lie lie 
35 40 45 

agt eta gac gge tea aag gca ata ata aat age ace ate act eca aac 
Ser Leu Asp Gly Ser Lys Ala lie lie Asn Ser Thr lie Thr Pro Asn 
50 55 60 

atg aca ttt act aaa aca tet caa aag ttt gge caa tgg get gat age 
Met Thr Phe Thr Lys Thr Ser Gin Lys Phe Gly Gin Trp Ala Asp Ser 
65 70 75 80 

egg gca aac act gtt tat gga etg gga tte tee tct gag cat cat etc 
Arg Ala Asn Thr Val Tyr Gly Leu Gly Phe Ser Ser Glu His His Leu 
85 90 95 



tea aaa ttt gca gaa aag ttt cag gaa ttt aaa gaa get get egg etg 
Ser Lys Phe Ala Glu Lys Phe Gin Glu Phe Lys Glu Ala Ala Arg Leu 
100 105 110 



2 



gca. aag gag 
Ala Lys Glu 
- 115 

cag gaa tea 
Gin Glu Ser 
130 

ate aat ggg 
lie Asn Gly 
145 

gag cca agg 
Glu Pro Arg 



tac aca ttc 
Tyr Thr Phe 



aag teg cag 
Lys Ser Gin 



gca gga gga 
Ala Gly Gly 



aca gat gat 
Thr Asp Asp 
150 

get gag cca 
Ala Glu Pro 
165 

aat tea gea 
Asn Ser Ala 
180 



gag aag atg 
Glu Lys Met 
120 

gat ctt cag 
Asp Leu Gin 
135 

gag aga aca 
Glu Arg Thr 



get cag aat 
Ala Gin Asn 



ate atg att 
lie Met lie 
185 



gaa ctg aec 
Glu Leu Thr 



tet cet tta 
Ser Pro Leu 
140 

ccc gat gtg 
Pro Asp Val 
155 

gca ttg cca 
Ala Leu Pro 
170 

aaa 
Lys 



agt aec ect 
Ser Thr Pro 
125 

aca cca gaa 
Thr Pro Glu 



aca eag aac 
Thr Gin Asn 



ttt tea cat 
Phe Ser His 
175 



tea 384 
Ser 



agt 4 32 

Ser 



tea 480 

Ser 

160 

agg 528 
Arg 



558 



<210> 2 
<211> 186 
<212> PRT 

<213> Rattus norvegicus 
<400> 2 

_-i «T «T T->l f-i ml T\ 7\1-^ TT-;« TT-iT TlVirt /^l-i-i T1j=» 

jviec uxy UlU uxn tru xxt; ir'iie ocj. xhx -rt-i-y ^xci n-Lo vci-l r±i^ ^j.±± 

15 10 15 

Asp Pro Asn Thr Lys Lys Asn Trp Val Pro Thr Ser Lys His Ala Val 

20 25 30 

Thr Val Ser Tyr Phe Tyr Asp Ser Thr Arg Asn Val Tyr Arg lie lie 

35 40 45 

Ser Leu Asp Gly Ser Lys Ala lie lie Asn Ser Thr lie Thr Pro Asn 

50 55 60 

Met Thr Phe Thr Lys Thr Ser Gin Lys Phe Gly Gin Trp Ala Asp Ser 
65 70 75 80 

Arg Ala Asn Thr Val Tyr Gly Leu Gly Phe Ser Ser Glu His His Leu 

85 90 95 

Ser Lys Phe Ala Glu Lys Phe Gin Glu Phe Lys Glu Ala Ala Arg Leu 

100 105 110 

Ala Lys Glu Lys Ser Gin Glu Lys Met Glu Leu Thr Ser Thr Pro Ser 

115 120 125 

Gin Glu Ser Ala Gly Gly Asp Leu Gin Ser Pro Leu Thr Pro Glu Ser 

130 135 140 

He Asn Gly Thr Asp Asp Glu Arg Thr Pro Asp Val Thr Gin Asn Ser 
145 150 155 160 

Glu Pro Arg Ala Glu Pro Ala Gin Asn Ala Leu Pro Phe Ser His Arg 

165 170 175 

Tyr Thr Phe Asn Ser Ala He Met He Lys 
180 185 

<210> 3 
<211> 50 
<212> PRT 

<213> Homo sapiens 



<400> 3 



3 



Met Gly Glu Gin Pro lie Phe Thr Thr Arg Ala His Val Phe Gin lie 

1 . 5 10 15 

Asp Pro Asn Thr Lys Lys Asn Trp Met Pro Ala Ser Lys His Gly His 

20 25 30 

Arg Phe Tyr Phe Tyr Asp Val Thr Arg Asn Ser Tyr Arg lie lie Ser 
35 40 45 

Val Asp 
50 

<210> 4 
<211> 153 
<212> PRT 

<213> Mus musculus 
<400> 4 

Tyr Phe Tyr Asp Val Thr Arg Asn Ser Tyr Arg lie lie Ser Val Asp 

15 10 15 

Gly Ala Lys Val lie lie Asn Ser Thr lie Thr Pro Asn Met Thr Phe 

20 25 30 

Thr Lys Thr Ser Gin Lys Phe Gly Gin Trp Ala Asp Ser Arg Ala Asn 

35 40 45 

Thr Val Phe Gly Leu Gly Phe Ser Ser Glu Leu Gin Leu Thr Lys Phe 

50 55 60 

Ala Glu Lys Phe Gin Glu Val Arg Glu Ala Ala Arg Leu Ala Arg Asp 
65 70 75 80 

Lys Ser Gin Glu Lys Thr Glu Thr Ser Ser Asn His Ser Gin Glu Ser 

85 90 95 

Gly Cys Glu Thr Pro Ser Ser Thr Gin Ala Ser Ser Val Asn Gly Thr 

ICQ 105 110 

Asp Asp Glu Lys Ala Ser His Ala Ser Pro Ala Asp Thr His Leu Lys 

115 120 125 

Ser Glu Asn Asp Lys Leu Lys lie Ala Leu Thr Gin Ser Ala Ala Asn 

130 135 140 

Val Lys Lys Trp Glu Met Glu Leu Gin 
145 150 

<210> 5 
<211> 10 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> C-terminal of metabotropic glutamate receptor, 
mGluRl- alpha . 

<400> 5 

Arg Asp Tyr Lys Gin Ser Ser Ser Thr Leu 
15 10 

<210> 6 
<211> 10 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> C-terminal of metabotropic glutamate receptor, 
mGluR2 . 



<400> 6 



# 

4 



Glu Val Val Asp Ser Thr Thr Ser Ser Leu 
1 ■ 5 10 

<210> 7 
<211> 10 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> C-terminal of metabotropic glutamate receptor 
mGluR3 . 

<400> 7 

Glu Val Leu Asp Ser Thr Thr Ser Ser Leu 
15 10 

<210> 8 
<211> 10 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> C-terminal of metabotropic glutamate receptor 
mGluR4 . 

<400> 8 

Thr Tyr Val Thr Tyr Thr Asn His Ala lie 
1 5 10 

<210> 9 
<211> 10 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> C-terminal of metabotropic glutamate receptor 
mGluRS . 

<400> 9 

Arg Asp Tvr Thr Gin Ser Ser Ser Ser Leu 
1 ' " 5 10 

<210> 10 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> peptide binding sequence 

<400> 10 
Ser Ser Thr Leu 
1 

<210> 11 
<211> 4 
<212> PRT 

<213> Artificial sequence 



<220> 

<223> peptide binding sequence 

<400> 11 

Ser Ser Ser Leu 
1 

<210> 12 
<211> 4 
<212> PRT 

<2 13 > Rat t us norvegicus 
<220> 

<221> VARIANT 
<222> (0) ... (0) 

<223> position 31-34 of SEQ ID NO : 2 

<400> 12 

Ala Val Thr Vai 
1 

<210> 13 

<211> 4 

<212> PRT 

<213> Horr.o sapiens / Mouse 
<220> 

<221> VARIANT 

<222> (0) ... (0) 

<223> positions 31-34 of SEQ ID NO : 3 

<400> 13 

Gly His Arg Phe 
1 

<210> 14 
<2I1> 4 
<212> PRT 

Artificial Sequence 

<220> 

<223> PDZ-like doma in 

<400> 14 

Gly Leu Gly Phe 
1 

<210> 15 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> C-terminal motif 



<400> 15 



Thr Ser Ser Leu 
1 



